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The meat inside the 

WIPO Standard ST.26 nutshell



WIPO Standard ST.26 and its annexes

• The Main Body – Requirements for inclusion/representation 

• Annex I – Controlled vocabulary 

• Annex II – Document Type Definition for Sequence Listing (DTD)

• Annex III – Sequence Listing Specimen (XML file)

• Annex IV – Character Subset from the Basic Latin Code Table for Use 
in an XML Instance of a Sequence Listing

• Annex V – Data Exchange Requirements (Patent Offices Only)                             

• Annex VI – the Guidance Document
– Appendix – Guidance Document Sequences in XML

• Annex VII – Recommendation for the Transformation of a Sequence 
Listing from ST.25 to ST.26
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ST.26 main body - expanded scope
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Terminology In ST.26 - Expanded to Include

Amino acid • D-amino acids

• Amino acids containing modified or synthetic side 

chains

Enumeration of its 

residues

Residues represented by name, abbreviation, symbol, or 

structure

Nucleotide Nucleotide analogs, e.g., PNA, GNA, LNA, TNA

Sequences -

required in a 

sequence listing

A linear region of a branched sequence containing

- 10 or more specifically defined nucleotides, or

- 4 or more specifically defined amino acids



• Presented in XML 1.0 using ST.26 Annex II DTD

• Contained in one Unicode UTF-8 file
– General information part

 Information on the patent application to which the SL is directed
 Any Unicode characters, except reserved characters

– Sequence data part
 One or more sequence data elements, each containing 

information about one sequence

 Printable characters from the Unicode Basic Latin code table
 including the space character

 excluding reserved characters
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ST.26 main body: 

sequence listing (SL) structure
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ST.26 main body: 

sequence data element for one sequence

Element Description

INSDC_length Length of the sequence

INSDC_moltype Molecule type

INSDC_division Indication that sequence is related 

to a patent application

INSDC_feature-table List of annotations of the sequence

INSDC_sequence Sequence



ST.26 sequence example

February 2019 7



• A feature table consists of one or more feature 
elements

• A feature element describes one feature, consisting of 
– A feature key – word or abbreviation describing the feature 

– A feature location – corresponding region of the sequence

– Feature qualifiers – auxiliary information about a feature

February 2019 8

ST.26 main body – feature table



• ST.26 Annex I – feature keys
– Section 5 – Nucleotide sequences (49)

– Section 7 – Amino acid sequences (39)

• Mandatory feature keys
– “source” for nucleotide sequences

– “SOURCE” for amino acid sequences
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ST.26 main body – feature keys
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ST.26 main body – feature location:

at least one location descriptor 

Location Descriptor type Syntax

Single residue number x

Residue numbers delimiting a sequence span x..y

Residues before the first or beyond the last 

specified residue number

<x

>x

<x..y

x..>y

A site between two residue numbers x^y
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ST.26 main body – feature location: 

location operator

Location Syntax Location Description

join(location, location,…location) Indicated locations are joined (end-to-end) 

to form one sequence

order(location, location,…location) Elements found in specified order - nothing 

implied as to whether reasonable to join

Location operators for nucleotides and amino acids

Location operator for nucleotides only

Location Syntax Location Description

complement(location) Indicates feature located on complementary 

strand to that specified by the location 

descriptor



• ST.26 Annex I – qualifiers and value formats
– Section 6 – Nucleotide sequences (80)

– Section 8 – Amino acid sequences (3)

• Mandatory feature qualifiers
– Mandatory feature key “source”/“SOURCE” requires two 

mandatory qualifiers
• “organism”/”ORGANISM” must disclose source of sequence

• “mol_type”/”MOL_TYPE” must disclose type of molecule

– Some optional feature keys require mandatory qualifiers
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ST.26 main body – feature qualifiers



• Free text is a type of value format for certain qualifiers

• Descriptive text phrase preferably in English
– UTF-8 Unicode Basic Latin characters only

– May require translation for National/Regional procedures

• Must not exceed 1000 characters
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ST.26 main body – qualifier value format



• “CDS” feature key identifies coding sequences
– Mandatory location must include stop codon

– “transl_table” and “translation” qualifiers may 
accompany ”CDS”

– Standard Code Table assumed if “transl_table” 
qualifier not used

– Amino acid sequences disclosed in a “translation” 
qualifier and encompassed by paragraph 7 must be 
included in the SL and assigned its own SEQ ID NO 
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ST.26 main body – coding sequences



• Primary sequence and any variants disclosed by 
enumeration of their residues
– Must each be included with their own SEQ ID NO

– See ST.26 paragraph 91

• A variant disclosed as a single sequence with 
enumerated alternatives at 1 or more positions
– Should be included as a single sequence with alternatives 

represented by most restrictive ambiguity symbol

– See ST.26 paragraph 92
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ST.26 main body – variant sequences (1)



• A variant disclosed only by reference to deletion(s), 
insertion(s), or substitution(s) in a primary sequence
– May be represented by annotation of the primary 

sequence where occurrence of variations are independent

– Should be represented as a separate sequence where 
occurrence of variations are interdependent

– Must be represented as a separate sequence where it 
contains an inserted or substituted sequence in excess of 
1000 residues

– See ST.26 paragraph 93
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ST.26 main body – variant sequences (2)



• Purpose
– To ensure all applicants and IPOs understand and 

agree on the requirements for inclusion and 
representation of sequence disclosures 

• Introduction provides further explanation of
– Enumeration of its residues

– Specifically defined

– Most encompassing sequence

– Proper usage of ambiguity symbols “n” and “X”
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ST.26 Annex VI – Guidance Document (1)



• Each of the 48 examples considers three questions
– Does ST.26, paragraph 7 require inclusion?

– If not required, is inclusion permitted?

– If inclusion is required or permitted,                                                                                 
how should the sequence be represented?

• Each example is numbered according to the   
Main Body paragraph illustrated

• Sequences from each example are identified with 
a SEQ ID NO and included in the XML SL Annex
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ST.26 Annex VI – Guidance Document (2)



ST.26 paragraph 3(a) 

definition of “amino acid”
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ST.26 Annex VI – Example 3(a)-1
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ST.26 Annex VI Appendix SEQ ID NO: 1 (1)
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ST.26 Annex VI Appendix SEQ ID NO: 1 (2)
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ST.26 Annex VI Appendix SEQ ID NO: 1 (3)
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ST.26 paragraph 3(c) 

definition of “enumeration of its residues”
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ST.26 Annex VI – Example 3(c)-1
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ST.26 Annex VI Appendix SEQ ID NO: 2 (1) 
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ST.26 Annex VI Appendix SEQ ID NO: 2 (2) 
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ST.26 Annex VI Appendix SEQ ID NO: 3 (1) 
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ST.26 Annex VI Appendix SEQ ID NO: 3 (2) 
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ST.26 paragraph 3(g) 

definition of “nucleotide”
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ST.26 Annex VI – Example 3(g)-3

31February 2019



ST.26 Annex VI Appendix SEQ ID NO: 10
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ST.26 paragraph 3(g) 

definition of “nucleotide”
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ST.26 Annex VI – Example 3(g)-4
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ST.26 Annex VI Appendix SEQ ID NO: 11
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ST.26 paragraph 7 –

sequences required in a SL
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ST.26 Annex VI –

Example 7(a)-1 (1)
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ST.26 Annex VI – Example 7(a)-1 (2)
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ST.26 Annex VI Appendix SEQ ID NO: 18
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ST.26 paragraph 7 –

sequences required in a SL

40February 2019



41February 2019

ST.26 Annex VI – Example 7(b)-2 (1)
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ST.26 Annex VI – Example 7(b)-2 (2)
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ST.26 Annex VI – Example 7(b)-2 (3)
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ST.26 Annex VI Appendix SEQ ID NO: 27 (1)
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ST.26 Annex VI Appendix SEQ ID NO: 27 (2)
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• Requirements of ST.26 differ from ST.25

• Covers ST.26 mandatory requirements and any 
potential consequences of those requirements

• Transformation alone should not result in added 
or deleted matter, but caution needed

• Scenarios presented - 20

– Explanations and recommendations provided
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ST.26 Annex VII – transformation of a SL 

from ST.25 to ST.26
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ST.26 Annex VII – Scenario 8 (1)
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ST.26 Annex VII – Scenario 8 (2)



Questions?
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