
GenomeQuest: Using Biological Sequences in Intellectual Property 
Searches 
  
Biological sequence information plays an important role in the intellectual property 
strategies of many companies and research institutions. Searching through and working 
with sequence information, however, is not trivial. Data sources are scattered and 
incomplete; search algorithms are difficult to use and unpredictable;  result analysis is 
time-consuming and error prone. 
  
We will discuss examples of the methods companies can use to overcome the obstacles 
associated with searching sequences though the use of a best practices approach. We 
have implemented this best practice approach inside of our GenomeQuest solution. With 
GenomeQuest we provide easy access to all relevant sequence databases. We make 
use of a single, user-friendly, web interface based on search strategies rather than 
algorithms, thereby enabling the user to quickly create reports with only relevant results. 
Here we will outline and demonstrate how you can get answers to questions like: “Which 
genes in the patent literature are like my genes?” and “Which drugs are on the market 
for this target?” 
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